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# Kermac & MacKendric equations
import scipy
from scipy.integrate import solve_ivp
import numpy as np
import matplotlib.pyplot as plt
# S/N=y[0], 1I/N=y[1], R/N=y[2]
# RO = \beta N/\gamma
RO=1.3
def func (t, y):
dydt = np.zeros_like(y)
dydt [0] = -RO*y[0]*y[1]
dydt[1] = (RO*y[0]-1)*y[1]
dydt [2] y[1]
return dydt
t_span=[0,100]
yO = [0.999,0.001,0] # #IHAZA:
t = np.linspace(t_span[0], t_span[1], 400)

tl = sol.t

yO = sol.y[o0,:]

y1l = sol.y[1,:]

y2 = sol.y[2,:]

t2 = np.linspace(0, 10, 400)
plt.plot(tl, yi, label="R_O0 = 1.3")

plt.legend() # M#l%E KR
plt.show()
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sol = scipy.integrate.solve_ivp(func, t_span, yO, t_eval=t)
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